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《その他感染症情報》
トリコモナス膣炎　20～24歳 2例、25～29歳 2例、40～44歳 1例、45～49歳 1例、50～54歳 1例、55～59歳 1例
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ARERAREHREHRES (RRREEER)202245F

2022477 H 22 F BUTE
{5 (R R JRAE FT - SR EE (W) W)
[T 4 4] 57 6J] &t BHTEA 471 5A [ &t PR 471 5A 6J1 &t
Aeromonas hydrophila 0 0 0 1 Acinetobacter spp. 3 1 7 17 Candida albicans 34 48 39 252
Aeromonas hydrophila/sobria 0 2 3 5 Candida albicans 42 52 61 374 Chlamydia trachomatis 5 2 3 20
Campylobacter jejuni 42 36 32 186 Enterobacter spp. 23 29 32 169 Neisseria gonorrhoeae 0 0 0 1
Campylobacter coli 0 0 2 2 Enterococcus spp. 236 267 280 1662 Streptococcus B 56 57 57 356
Campylobacter jejuni/coli 4 3 2 10 Escherichia coli 508 588 564 3230 [ 95 107 99 629
Escherichia coli, EHEC/STEC 0 2 1 3 Klebsiella pneumoniae 93 119 103 696 A 607 600 636 3658
Plesiomonas shigelloides 1 0 0 1 Klebsiella aerogenes 13 14 8 79
Salmonella 04 0 6 2 11 Pseudomonas aeruginosa 98 95 106 554 S S. aureus DPVER
Salmonella O7 1 0 0 1 Staphylococcus aureus 49 65 57 378 B 4] 55 6J] s
Salmonella O8 0 1 1 2 Staphylococcus =777 —E 238 216 218 1292 MRSA 1 4 8 20
Salmonella 09 1 2 0 5 [ 1303 1446 1436 8451 * MSSA 0 2 2 11
Salmonella #fAH] 0 0 0 1 A 2381 2767 2527 15434 i AF VR 0 0 0 0
Staphylococcus aureus 1 6 10 31 it 1 6 10 31
Yersinia enterocolitica 1 0 1 2 JiilR(Ed S. aureus 1 6 10 31
Yersinia pseudotuberculosis 0 0 0 1 HE4 4)] SA 6J1 s MRSA 5 1 1 26
Fhs % 51 58 54 262 Anacrobes 39 31 30 181 2 MSSA 2 7 3 41
MR 356 375 424 2205 Escherichia coli 174 173 135 845 %‘J AF VIR A 0 0 0 0
Enterobacter spp. 3 18 6 47 it 7 8 9 67
i (TALA) Haemophilus influenzae 1 2 0 4 S. aureus 7 8 9 67
IANAS 44 5H 6H Foxiis Klebsiella pneumoniae 39 40 34 228 MRSA 0 0 0 0
adenovirus 40/41 1 9 9 23 Klebsiella aerogenes 5 5 2 24 B MSSA 1 1 0 3
norovirus fE A H] 2 2 1 34 Listeria monocytogenes 0 1 1 3 (ﬁﬁ AF VKb 0 0 0 0
rotavirus 0 1 2 9 Pseudomonas aeruginosa 14 20 16 84 it 1 1 0 3
[ 3 12 12 66 Salmonella spp. 1 0 0 3 S. aureus 1 1 0 3
A5 113 119 131 735 Staphylococcus aureus 57 70 58 445 MRSA 21 23 27 149
Staphylococcus =177 —PRatk 88 112 82 624 MSSA 28 42 30 229
1 (JH) Streptococcus B 7 5 8 44 73 AF ) RARAE 0 0 0 0
i 4 44 5H 6H oxiis Streptococcus pneumoniae 1 0 3 9 &t 49 65 56 377
Giardia lamblia 0 0 0 1 [ 429 477 375 2541 S. aureus 49 65 57 378
AR 0 0 0 1 MR E 5765 6417 5877 36507 MRSA 24 21 17 160
M 2 2 7 15 i MSSA 33 49 41 285
W, BB RS SOV T AGED D DB B P AF VR 0 0 0 0
ZERIE (MK, K, PBAERRZSE) B4 44 5H 6 &t it 57 70 58 445
EiiTa 45 SH 61 s Anacrobes 19 29 31 163 S. aureus 57 70 58 445
Anaerobes 28 31 36 172 Haemophilus influenzae 16 31 28 158 MRSA 109 133 120 743
Escherichia coli 31 20 22 143 Klebsiella pneumoniae 88 83 69 492 W MSSA 116 89 110 709
Enterobacter spp. 13 8 6 40 Legionella pneumophila 1 0 1 2 % AF VKb 0 0 0 0
Klebsiella pneumoniae 15 10 11 71 Mycobacterium tuberculosis 22 25 33 195 it 225 222 230 1452
Klebsiella aerogenes 3 4 2 11 Mycoplasma pneumoniae 0 0 0 1 S. aureus 225 222 230 1452
Mycobacterium spp. 0 0 0 1 Pseudomonas aeruginosa 86 123 105 690 MRSA 160 182 173 1098
Pseudomonas aeruginosa 13 5 7 45 Staphylococcus aureus 225 222 230 1452 = MSSA 180 190 191 1278
Staphylococcus aureus 7 8 9 67 Streptococcus A 0 0 1 3 B AF VKb 0 0 0 0
Staphylococcus =777 — etk 2 5 4 26 Streptococcus B 16 16 15 105 it 340 372 364 2376
[ 112 91 97 576 Streptococcus pneumoniae 13 13 18 84
M 383 446 449 2595 AR 486 542 531 3345
BRI 2017 2107 2212 12983
fifii
B4 4/1 5H 3] &t
Haemophilus influenzae 0 0 2 2
Staphylococcus aureus 1 1 0 3
Streptococcus B 0 1 0 1
Streptococcus pneumoniae 0 0 0 1
R 1 2 2 7
M 126 134 143 813
* [HEF202261 AHLORETT
NATEHS X OBMHER > O B
BTE4 41 57 6J] &t
Haemophilus influenzae 5 3 8 24
Streptococcus A 0 2 1 6
Streptococcus pneumoniae 6 4 12 27
FhsE 11 9 21 57
M 479 529 631 3287






