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B 9H 104 114 s D4, 9H 104 114 il DA, 9H 104 114 &l
Aeromonas hydrophila 1 2 0 6 Haemophilus_influenzae 6 12 10 63 Candida albicans 41 40 38 459
Aeromonas sobria 0 0 0 1 Streptococcus A 0 2 0 10 Chlamydia trachomatis 3 3 6 40
Aeromonas hydrophila/sobria 0 0 0 5 Streptococcus pneumoniae 12 15 14 86 Neisseria gonorrhoeae 0 1 0 3
Campylobacter jejuni 12 15 9 251 R ER 18 29 24 159 Streptococcus B 67 53 58 641
Campylobacter coli 0 0 1 5 BRAEE 620 659 592 6502 Trichomonas vaginalis 0 0 1 1
Campylobacter jejuni/coli 1 2 3 19 R ER 111 97 103 1144
Escherichia coli , EHEC/STEC 1 1 0 8 JR AR 619 549 628 6600
Plesiomonas shigelloides 0 0 0 1 B 9H 104 11H &t
Salmonella 04 3 5 0 27 Acinetobacter spp. 5 4 8 47 &z S. aureus DR
Salmonella 07 1 0 1 5 Candida albicans 64 73 78 722 BifiA 9H 10H 114 Sk
Salmonella 08 4 2 2 14 Enterobacter spp. 36 35 34 362 MRSA 4 4 1 37
Salmonella 09 1 1 0 7 Enterococcus_spp. 265 258 279 3015 * MSSA 0 1 3 20
Salmonella %ol 0 0 1 3 Escherichia coli 630 584 560 6233 @ ATV KA 0 0 0 0
Salmonella B A~H] 0 0 0 1 Klebsiella pneumoniae 173 155 160 1466 Eis 4 5 4 57
Staphylococcus aureus 4 5 4 57 Klebsiella aerogenes 21 21 10 156 S. aureus 4 5 4 57
Yersinia enterocolitica 0 0 0 2 Pseudomonas aeruginosa 85 111 115 1061 MRSA 1 4 0 37
Yersinia pseudotuberculosis 0 0 0 1 Staphylococcus aureus 64 77 61 741 - MSSA 9 6 8 78
[ A= 28 33 21 413 Staphylococcus a7 77 —REk 221 195 197 2385 VW‘I ATV R 0 0 0 0
AR 363 348 276 3917 [ie%=o 1564 1513 1502 16191 it 10 10 8 115
MR 2854 2782 2829 29842 S. aureus 10 10 8 115
f# (YA 2) MRSA 0 0 0 1
VAR 9H 104 114 &l i i - MSSA 3 2 0 3
adenovirus 40/41 3 0 0 34 4 94 104 114 ait 7{% ATV R BRE 0 0 0 0
norovirus &£ A~ 2 0 0 37 Anaerobes 25 18 29 311 2t 3 2 0 9
rotavirus 1 0 0 10 Escherichia coli 180 144 128 1604 S. aureus 3 2 0 9
[ 6 0 0 81 Enterobacter spp. 13 12 3 99 MRSA 31 36 21 313
AR 101 105 79 1215 Haemophilus influenzae 1 2 1 8 MSSA 33 41 40 428
Klebsiella pneumoniae 51 66 45 487 PR AF VR 0 0 0 0
{3 () Klebsiella aerogenes 10 3 1 57 3t 64 77 61 740
JR A4, 94 10H 114 s Listeria monocytogenes 0 0 2 7 S. aureus 64 71 61 741
Entamoeba histolytica 0 1 0 1 Pseudomonas aeruginosa 20 15 11 165 MRSA 25 12 38 283
Giardia lamblia 0 0 0 1 Salmonella_spp. 2 2 0 11 . MSSA 62 35 39 506
[ 0 1 0 2 Staphylococcus aureus 87 47 71 789 % ATV R BRAE 0 0 0 0
A 3 2 8 37 Staphylococcus =777 —H it 146 111 109 1317 = 87 47 77 789
Streptococcus B 6 9 5 79 S. aureus 87 47 77 789
2Rt (oK, ROk, Bk L) Streptococcus pneumoniae 3 1 3 17 MRSA 123 125 146 1405
B4 9H 104 114 X [ 544 430 414 4951 % MSSA 127 122 143 1329
Anaerobes 22 23 22 287 IR 6768 6697 6764 70846 % AF VKT 0 0 0 0
Escherichia coli 30 22 26 272 i 250 247 289 2734
Enterobacter spp. 11 11 4 83 VIR, S RS I KUY FAGED B O B S. aureus 250 247 289 2734
Klebsiella pneumoniae 12 13 15 140 R4 9A 104 111 ait MRSA 184 181 206 2076
Klebsiella aerogenes 3 2 2 23 Anaerobes 20 20 30 284 & MSSA 234 207 233 2369
Mycobacterium spp. 1 0 0 4 Haemophilus influenzae 18 30 42 291 i+ ATV K BRE 0 0 0 0
Pseudomonas aeruginosa 4 10 4 82 Klebsiella pneumoniae 130 113 99 1060 Eis 418 388 439 4445
Staphylococcus aureus 10 10 8 115 Legionella pneumophila 0 0 1 5
Staphylococcus =777 — Ptk 5 8 7 56 Mycobacterium tuberculosis 32 31 33 358
Streptococcus pneumoniae 1 0 0 1 Mycoplasma pneumoniae 0 0 0 1
[aex- 99 99 88 1063 Pseudomonas aeruginosa 140 119 138 1327
AR 374 374 403 4624 Staphylococcus aureus 250 247 289 2734
Streptococcus A 0 0 1 5
iRl Streptococcus B 10 21 18 192
B4 94 10H 114 &gt Streptococcus pneumoniae 15 27 26 184
Haemophilus influenzae 0 0 0 2 [ 615 608 677 6441
Listeria monocytogenes 1 0 0 1 A5 2137 2178 2415 24305
Staphylococcus aureus 3 2 0 9
Streptococcus B 0 0 0 1
Streptococcus pneumoniae 1 0 1 3
[ 5 2 1 16
AR 146 129 127 1488
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